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2013-1614-FB
AGCTGTCCGAACAATTTGGTTGTGGAGGACGAAGGATGTACCAACTTGTCAGGATTTTCATAC
ATGGAACTCAAAGTAGGATACATTTCAGCCATAAAAGTGAACGGGTTCACATGTACGGGTGTG
GTGACAGAAGCAGAGACCTACACCAACTTTGTTGGCTATGTCACCACCACGTTCAGGAGAAA
GCACTTTCGTCCGATGCCGGATGCATGCAGAGACGCGCATAACTGGAAGATGGCCGGGGACC
CCAGATATGAAGAATCTCTGCACAATCCTTATCCTGATTATCATTGGCTCCGAACTGTAAAGACT
ACCAAAGAGTCTCTTATTATCATATCTCCCAGTGTGGCAGATTTAGACCCGTATGACAAATCTCT
TCACTCAAGCGTTTTTCCCGGCGGGAAGTGCTTAGGAATAACAGTGTCCTCTATCTACTGCTCT
ACCAACCATGATTACACCATCTGGATGCCGGAAAATCCCAGACTGGGGACATCTTGTGATATTT
TCACCTATAGTAAAGGGAAGAAAGCATCCAAAGAGGGCAAAACATGTGGATTTGTGGATGAG
AGAGGCTTGTACAAGTCTTTGAGAGGAGCATGTAAACTGAAGCTGTGTGGGGTTCTCGGACT
CAGACTTATGGATGGAACATGGGTCGCTATTCAGACATCAGATGAGGTTAAATGGTGCCCTCC
TGATCAGCTGGTGAATCTACATGACTTTCGCTCGGATGAGCTTGAGCATCTTGTTGTAGAAGA
GTTGGTCAAG

2013-1680-FB
AGCTGTCCGAATAATATGGTTGTGGAGGACGAAGGATGTACCAACCTGTCAGGGTTCTCATAC
ATGGAGCTCAAAGTAGGATACATTTCAGCAATAAAGGTGAACGGGTTCACCTGTACGGGTGT
GGTGACGGAAGCAGAGACCTATACCAACTTTGTTGGCTATGTCACTACCACATTTAAGAGAAA
GCACTTTCGTCCGGTGCCGGATGCATGCAGAGATGCGCATAACTGGAAGATAGCTGGGGACC
CCAGATATGAAGAGTCTTTGCATAATCCTTATCCTGATTATCATTGGCTTCGGACTGTAAAGACT
ACCAAGGAGTCTCTAGTTATCATATCCCCGAGTGTTGCAGATTTAGACCCATATGATAAATCTCT
TCATTCTAGCGTTTTTCCTGGTGGGAAATGCTCAGGAATAACAGTGTCCTCTACTTACTGTTCTA
CCAACCATGATTACACCATCTGGATGCCTGAAAATCCTAGATTGGGGACTTCTTGTGATATTTTC
ACCTATAGTAAAGGGAAGAGAGCATCCAAAGAGAGCAAGACATGTGGATTTGTAGATGAGA
GAGGCTTGTACAAGTCTTTGAAAGGAGCATGTAAGCTGAAGCTATGTGGGGTTCCTGGACTC
AGACTTATGGATGGAACATGGGTCGCGATCCAGACATCAGATGAGGTCAAATGGTGCCCTCCT
GATCAGCTAGTGAATCTACATGACCTTCACTCGGATGAGCTTGAACATCTTGTTGTGGAAGAG
TTAGTCAAG

2013-1682-FB
AGCTGTCCGAATAATATGGTTGTGGAGGACGAAGGATGTACCAACCTGTCAGGGTTCTCATAC
ATGGAGCTCAAAGTAGGATACATTTCAGCAATAAAGGTGAACGGGTTCACCTGTACGGGTGT
GGTGACGGAAGCAGAGACCTATACCAACTTTGTTGGCTATGTCACTACCACATTTAAGAGAAA
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GCACTTTCGTCCGGTGCCGGATGCATGCAGAGATGCGCATAACTGGAAGATAGCTGGGGACC
CCAGATATGAAGAGTCTTTGCATAATCCTTATCCTGATTATCATTGGCTTCGGACTGTAAAGACT
ACCAAGGAGTCTCTAGTTATCATATCCCCGAGTGTTGCAGATTTAGACCCATATGATAAATCTCT
TCATTCTAGCGTTTTTCCTGGTGGGAAATGCTCAGGAATAACAGTGTCCTCTACTCACTGTTCT
ACCAACCATGATTACACCATCTGGATGCCTGAAAATCCTGGATTGGGGACTTCTTGTGATATTT
TCACCTATAGTAAAGGGAAGAGAGCATCCAAAGAGAGCAAGACATGTGGATTTGTAGATGAG
AGAGGCTTGTACAAGTCTTTGAAAGGAGCATGTAAGCTGAAGCTATGTGGGGTTCCTGGACT
CAGACTTATGGATGGAACATGGGTCGCGATCCAGACATCAGATGAGGTCAAATGGTGCCCTCC
TGATCAGCTAGTGAATCTACATGACCTTCACTCGGATGAGCTTGAACATCTTGTTGTGGAAGA
GTTAGTCAAG

2013-1683-FB
AGCTGTCCGAATAATATGGTTGTGGAGGACGAAGGATGTACCAACCTGTCAGGGTTCTCATAC
ATGGAGCTCAAAGTAGGATACATTTCAGCAATAAAGGTGAACGGGTTCACCTGTACGGGTGT
GGTGACGGAAGCAGAGACCTATACCAACTTTGTTGGCTATGTCACTACCACATTTAAGAGAAA
GCACTTTCGTCCGGTGCCGGATGCATGCAGAGATGCGCATAACTGGAAGATAGCTGGGGACC
CCAGATATGAAGAGTCTTTGCATAATCCTTATCCTGATTATCATTGGCTTCGGACTGTAAAGACT
ACCAAGGAGTCTCTAGTTATCATATCCCCGAGTGTTGCAGATTTAGACCCATATGATAAATCTCT
TCATTCTAGCGTTTTTCCTGGTGGGAAATGCTCAGGAATAACAGTGTCCTCTACTCACTGTTCT
ACCAACCATGATTACACCATCTGGATGCCTGAAAATCCTAGATTGGGGACTTCTTGTGATATTT
TCACCTATAGTAAAGGGAAGAGAGCATCCAAAGAGAGCAAGACATGTGGATTTGTAGATGAG
AGAGGCTTGTACAAGTCTTTGAAAGGAGCATGTAAGCTGAAGCTATGTGGGGTTCCTGGACT
CAGACTTATGGATGGAACATGGGTCGCGATCCAGACATCAGATGAGGTCAAATGGTGCCCTCC
TGATCAGCTAGTGAATCTACATGACCTTCACTCGGATGAGCTTGAACATCTTGTTGTGGAAGA
GTTAGTCAAG

2013-1685-FB
AGCTGTCCGAATAATATGGTCGTGGAGGACGAAGGATGTACCAACCTGTCAGGGTTCTCATAC
ATGGAACTCAAAGTAGGATACATTTCAGCCATAAGGGTGAACGGGTTCACCTGTACGGGTGT
GGTGACGGAAGCAGAGACCTATACCAACTTTGTTGGCTATGTCACTACCACGTTTAAGAGAAA
GCACTTTCGTCCAATGCCGGATGCATGCAGAGATGCGCATAACTGGAAGATGGCAGGGGACC
CCAGATATGAAGAGTCTTTGCATAATCCTTATCCCGATTATCATTGGCTACGGACTGTAAAGACT
ACCAAAGAGTCTCTAGTTATCATATCTCCGAGTGTGGCAGATTTAGACCCATATGATAAATCTCT
TCATTCTAGCGTTTTTCCTGGTGGGAAGTGCTCAGGAATAACAGTGTCCTCTACTTACTGTTCT
ACCAACCATGATTACACCATCTGGATGCCTGAAAATCCTAGATTGGGGACTTCTTGTGATATTT
TCACCTATAGTAAAGGGAAGAGAGCATCCAAAGAGAGCAAGACATGTGGATTTGTAGATGAG
AGAGGCTTGTACAGGTCTTTGAAAGGAGCATGTAAACTGAAGCTGTGTGGGGTTCTTGGACT
TAGACTTATGGATGGAACATGGGTCGCGATTCAGACATCAGATGAGGTCAAATGGTGCCCTCC
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TGATCAGCTAGTGAATCTACATGACTTTCGTTCGGATGAGCTTGAACATCTAGTTGTGGAAGA
GTTGGTCAAG

2013-1694-FB
AGCTGTCCGAATAATATGGTCGTGGAGGACGAAGGATGTACCAACCTGTCAGGGTTCTCATAC
ATGGAACTCAAAGTAGGATACATTTCAGCCATAAAGGTAAACGGGTTCACCTGTACGGGTGTG
GTGACGGAAGCAGAGACCTATACCAACTTTGTTGGCTATGTCACTACCACGTTTAAGAGAAAG
CACTTTCATCCAATGCCGGATGCATGCAGAGATGCGCATAACTGGAAGATGGCCGGGGACCC
CAGATATGAAGAGTCTTTGCATAATCCTTATCCCGATTATCATTGGCTCCGGACTGTAAAGACTA
CCAAAGAGTCTCTAGTTATCATATCTCCGAGTGTGGCAGATTTAGACCCGTATGATAAATCTCTT
CATTCTAGCGTTTTTCCTGGTGGGAAGTGCTCAGGAATAACAGTGTCCTCTACTTACTGTTCTA
CCAACCATGATTACACCATCTGGATGCCTGAAAATCCTAGATTGGGGACTTCTTGTGATATTTTC
ACCTATAGTAAAGGGAAGAGAGCATCCAAAGAGAGCAAGACATGTGGATTTGTAGATGAGA
GAGGCTTGTACAGGTCTTTGAAAGGAGCATGTAAACTGAAGCTGTGTGGGGTTCTTGGACTC
AGACTTATGGATGGAACATGGGTCGCGATTCAGACATCAGATGAGGTCAAATGGTGCCCTCCT
GATCAGCTAGTGAATCTACATGACTTTCGTTCGGATGAGCTTGAACATCTAGTTGTGGAAGAG
TTGGTCAAG

Nucleoprotein

2013-1614-FB
GGTCAAGTCAGATCTCTCAATGCGACTGTTATTGCCGCTTGTGCCCCCCATGAAATGTCTGTTC
TGGGAGGCTATTTGGGAGAGGAGTTTTTCGGGAAGGGAACGTTTGAAAGAAGATTCTTTAG
GGATGAGAAAGAACTTCAAGAATATGAGGCGGCTGAGTTGACCAAAACTGATGTGGCATTG
GCAGATGATGGAACCGTTGACTCGGATGACGAGGACTACTTTTCCGGTGAGACCAGAAGCCC
TGAAGCTGTCTATACTCGAATCATGATGAACGGAGGTCGACTAAAGAGGTCGCACATAAGGA
GATACGTTTCTGTCAGTTCCAATCATCAAGTCCGTCCAAACTCCTTTGCTGAGTTTCTAAACAA
GACGTATTCTAGTGA

2013-1680-FB
GGTCAAGTCAGATCTCTTAATGCAACAGTTATTGCCGCTTGTGCCCCCCATGAGATGTCTGTTC
TGGGAGGCTACTTGGGAGAAGAGTTTTTTGGAAAGGGAACGTTTGAAAGAAGATTTTTCAG
AGATGAGAAAGAACTTCAAGAGTATGAGGCAACTGAGTCGACTAAAACTGATGTGGCATTGG
CAGACGATGGAACTGTTGACTCTGATGACGAAGACTACTTTTCTGGTGAGACCAGGAGTCCT
GAAGCTGTCTATACTCGAATCATGATAAACGGAGGTCGACTAAAGAGATCACACATAAGGAGA
TACGTTTCCGTCAGTTCCAATCATCAAGCACGTCCAAACTCCTTTGCTGAGTTTCTAAACAAGA
CATACTCTAGTGA
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2013-1682-FB
GGTCAAGTCAGATCTCTTAATGCAACAGTTATTGCCGCTTGTGCCCCCCATGAGATGTCTGTTC
TGGGAGGCTACTTGGGAGAAGAGTTTTTTGGAAAGGGAACGTTTGAAAGAAGATTTTTCAG
AGATGAGAAAGAACTTCAAGAGTATGAGGCAACTGAGTCGACTAAAACTGATGTGGCATTGG
CAGACGATGGAACTGTTGACTCTGATGACGAAGACTACTTTTCTGGTGAGACCAGGAGTCCT
GAAGCTGTCTATACTCGAATCATGATAAACGGAGGTCGACTAAAGAGATCACACATAAGGAGA
TACGTTTCCGTCAGTTCCAATCATCAAGCACGTCCAAACTCCTTTGCTGAGTTTCTAAACAAGA
CATACTCTAGTGA

2013-1683-FB
GGTCAAGTCAGATCTCTTAATGCAACAGTTATTGCCGCTTGTGCCCCCCATGAGATGTCTGTTC
TGGGAGGCTACTTGGGAGAAGAGTTTTTTGGAAAGGGAACGTTTGAAAGAAGATTTTTCAG
AGATGAGAAAGAACTTCAAGAGTATGAGGCAACTGAGTCGACTAAAACTGATGTGGCATTGG
CAGACGATGGAACTGTTGACTCTGATGACGAAGACTACTTTTCTGGTGAGACCAGGAGTCCT
GAAGCTGTCTATACTCGAATCATGATAAACGGAGGTCGACTAAAGAGATCACACATAAGGAGA
TACGTTTCCGTCAGTTCCAATCATCAAGCACGTCCAAACTCCTTTGCTGAGTTTCTAAACAAGA
CATACTCTAGTGA

2013-1685-FB
GGTCAAGTCAGATCTCTTAATGCAACAGTTATTGCCGCTTGTGCCCCCCATGAGATGTCTGTTC
TGGGAGGCTATTTGGGGGAAGAGTTTTTTGGGAAGGGAACGTTTGAGAGAAGATTCTTCAG
AGATGAGAAAGAACTTCAAGAGTATGAGGCAGCTGAGTCGACTAAAACTGATGTGGCATTGG
CAGACGACGGAACTGTTGACTCCGACGACGAAGATTACTTTTCCGGTGAGACCAGGAGTCCT
GAAGCTGTCTATACTCGAATCATGATGAACGGAGGTCGACTAAAGAGATCACACATAAGGAGA
TACGTTTCCGTCAGTTCCAATCATCAAGCACGTCCAAACTCCTTTGCCGAGTTTTTGAACAAGA
CGTATTCTAGTGA

2013-1694-FB
GGTCAAGTCAGATCTCTTAATGCAACAGTTATTGCCGCTTGTGCCCCCCATGAGATGTCTGTTC
TGGGAGGCTATTTGGGGGAAGAGTTTTTTGGAAAGGGAACGTTTGAGAGAAGATTCTTCAG
AGATGAGAAAGAACTTCAAGAGTATGAGGCAGCTGAGTCGACTAAAACTGATGTGGCATTGG
CAGACGACGGAACTGTTGACTCCGACGACGAAGATTACTTTTCCGGTGAGACCAGGAGTCCT
GAAGCTGTATATACTCGAATCATGATGAACGGAGGTCGACTAAAGAGATCACACATAAGGAGA
TACGTTTCCGTCAGTTCCAATCATCAAGCACGTCCAAACTCCTTTGCCGAGTTTTTGAACAAGA
CGTATTCTAGTGA

2013-1669-Shrew
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GGTCAAGTCAGATCTCTCAATGCGACTGTTATTGCCGCTTGTGCCCCCCATGAAATGTCTGTTC
TGGGAGGCTATTTGGGAGAGGAGTTTTTCGGGAAGGGAACGTTTGAAAGAAGATTCTTTAG
GGATGAGAAAGAACTTCAAGAATATGAGGCGGCTGAGTTGACCAAAACTGATGTGGCATTG
GCAGATGATGGAACCGTTGACTCGGATGACGAGGACTACTTTTCCGGTGAGACCAGAAGCCC
TGAAGCTGTCTATACTCGAATCATGATGAACGGAGGTCGACTAAAGAGGTCGCACATAAGGA
GATACGTTTCTGTCAGTTCCAATCATCAAGTCCGTCCAAACTCCTTTGCTGAGTTTCTAAACAA
GACATATTCGAGTAC



