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Abstract

Riemerella anatipestifer (RA) is a common bacterial pathogen in waterfowl and can
cause neurological signs, respiratory symptoms, joint swelling, and polyserositis, which
may lead to varying degrees of mortality. This work establishes a complete and practical
RA detection and analysis workflow that includes bacterial isolation, biochemical
testing, polymerase chain reaction (PCR), sequence analysis, and serotyping, providing
a reliable identification tool for both clinical and research applications. In addition, RA
isolates collected in Taiwan from 2015 to 2024 were reviewed, and several local novel
serotypes were identified, offering useful references for epidemiological surveillance
and vaccine serotype selection. This work also develops an RA quantitative PCR assay
for bacterial load estimation and growth-phase evaluation to assist in determining
appropriate antigen collection timing. Overall, this work integrates RA identification
procedures, a serotype database, and bacterial quantification methods, which can be
applied to clinical diagnosis, epidemiological monitoring, vaccine development and
quality control of manufacturing process, thereby supporting waterfowl disease

management and biosafety in the industry.



