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Case Report: protozoan parasite Marteilioides chungmuensis

infection of portuguese oyster (Crassostrea angulata)
Chieh-Hao Wu

Abstract

Marteilioides chungmuensis is a protozoan parasite of oysters that can cause
nodule-like growths in the ovaries and nutritional wasting in infected female oysters,
potentially affecting their marketability due to appearance changes. In February 2023,
M. chungmuensis was detected in farmed Portuguese oysters (Crassostrea angulata)
from the southern coastal areas of Taiwan. Clinical signs included irregular
nodule-like structures on the gonads (1/3 of cases) and extensive periphyton attached
to the oysters. Histological examination revealed infected oocytes containing
protozoan primary and secondary cells in their cytoplasm. The ovarian follicles were
filled with distorted ova containing M. chungmuensis. PCR screening of the tissues
using specific primer pairs confirmed the presence of M. chungmuensis. Based on the
Basic Local Alignment Search Tool (BLAST), the 18S rDNA gene sequence showed
the closest similarity (100% identity) to M. chungmuensis previously discovered in C.
gigas and C. ariakensis. This study represents the first report of M. chungmuensis
infection in farmed C. angulata in Taiwan.



