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Bat coronavirus surveillance in Taiwan, 2022-2024
Shu-Chia HU

Abstract

Coronavirus surveillance project in the Taiwanese bat population has been
continuously conducted. In this project, Veterinary Research Institute cooperates with
Bat Conservation Society of Taipei and local animal disease inspection authorities to
collect bat samples. To monitor and investigate the epidemiology of bat coronaviruses
in Taiwan, the collected samples are surveilled via molecular techniques. From 2022
to 2024, 452 bat samples from 16 species were collected across various cities and
counties in Taiwan. The predominant species of collected samples were Scotophilus
kuhlii (42.9%, 194/452), followed by Pipistrellus abramus (29.6%, 134/452).
Coronavirus was detected in five species of bats (S. kuhlii, P. abramus, Eptesicus
pachyomus horikawai, Pteropus dasymallus formosus, and P. sp.2 (montanus)). The
results showed that the coronavirus detected in S. kuhlii belonged to the subgenus
Pedacovirus in the genus Alphacoronavirus; the coronavirus detected in P. abramus, P.
sp.2 (montanus) E. p. horikawai belonged to the subgenus Merbecovirus in the genus
Betacoronavirus; and the coronavirus detected in P. d. formosus belonged to the
subgenus Nobecovirus in the genus Betacoronavirus. Current surveillance results
show that no coronaviruses related to human infection have been detected in
Taiwanese bat. This project of long-term coronaviruses surveillance is required to
understand and early warning of the possible zoonotic diseases among Taiwanese bat
population.



