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Surveillance of vectors and vector-borne pathogens in

wildlife and cattle of northern Taiwan
Yu-Ju Lin

Abstract

In recent years, the proportion of emerging vector-borne diseases has been
gradually increasing worldwide. However, there is a lack of surveillance data on
animal vectors and vector-borne diseases in Taiwan. This project is divided into two
parts: monitoring vectors on cattle farms in northern Taiwan and ticks carried by wild
animals, as well as the pathogens carried by these vectors, to establish baseline data
that can serve as an early warning system for disease outbreaks. Three cattle farms
with different breeding patterns in northern Taiwan were selected as sampling targets
for monitoring vectors and important pathogens they carry. Samples were collected
once a month. The collected vectors were classified into mosquitoes, flies, and midges
for pathogen monitoring. None of the samples tested positive for bovine ephemeral
fever or lumpy skin disease. For the monitoring of ticks and tick-borne diseases in
wild animals in Taiwan, tick samples were collected from 17 animal species and 3
environmental samples in 2023. After identification, the majority of the collected ticks
belonged to the genus Haemaphysalis, accounting for 79% of the total. This was
followed by the genus Amblyomma (8%), the genus Ixodes (6%), and the genus
Dermacentor (5%). Notably, Haemaphysalis longicornis was found on sambar deer
(Rusa unicolor swinhoii), and Argas spp. were found on cattle egrets (Bubulcus
coromandus). Other studies have indicated that Haemaphysalis longicornis can
transmit severe fever with thrombocytopenia syndrome (SFTS), and Argas spp. can
transmit African swine fever (ASF). Therefore, there are plans to systematically
sample sambar deer and birds in the future. Additionally, systematic sampling of wild
boars was conducted, with a total of 71 wild boars and 331 ticks collected. Pathogen
monitoring for wild boar ticks revealed no detection of viral pathogens such as ASFV,
SFTSV, tick-borne encephalitis virus (TBEV), or Crimean-Congo hemorrhagic fever
virus (CCHFV). However, pathogens such as Ehrlichia, Anaplasma, and Rickettsia
were detected.



