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The report of “East Asia CVO/contact persons meeting on

Peste des Petits Ruminants & Lumpy Skin Disease”
Yu-Ching Chuang

Abstracts

This meeting aims to share the disease status, distribution and control measures of
Peste des Petits Ruminants (PPR) and Lumpy Skin Disease (LSD) of the participating
members, and under global and regional context. This meeting also aims to strengthen
the cooperation and connection between the diagnostic labs, in the hope to enforce the
prevention and control of PPR and LSD. For PPR, regional disease status, and also
“PPR global control and eradication strategy (GCES)” and its progress, were
introduced. For LSD, latest revisions of WOAH territorial manual were covered,
especially focusing on the phylogenetic status of vaccine-like recombinant strains that
emerged in South-East Asia recently. The influence of these recombinant strains to the
diagnostic tests were discussed, and the choice of safe and efficacious vaccine were
emphasized.

Conclusions and recommendations: Participating the international meeting like
this can facilitate information sharing of diseases status and control measures between
neighboring countries, and help to focus the resources in diseases of high priority.
According to experts, under natural condition, the mutation rate of LSDV is slow, and
evidences shown that the emergence of the recombinant strains was due to poor
quality control of vaccine production; therefor continue monitoring was needed.
LSDV is a popular research subject, topics such as its mutation mechanism, virulence
gene, nature hosts, diagnostic techniques, risk factors, etc., warrant future researches.



