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Research on Porcine Circovirus
Chun Wang

Abstract

Porcine circovirus (PCV) belongs to the Circoviridae family and is a circular
single-stranded DNA virus. Porcine circoviruses currently include porcine circovirus
type 1 (PCV1), porcine circovirus type 2 (PCV2) and porcine circovirus type 3
(PCV3). Among them, PCV2 has caused severe economic losses to the pig industry.
Recent studies have found that in some cases of porcine dermatitis and nephropathy
syndrome (PDNS) and reproductive failure (RF), PCV2 was not detected by real-time
polymerase chain reaction methods. However, through histopathology and molecular
biological diagnostic technology, a new type of porcine circovirus was detected,
which was named as PCV3. PCV3 was first discovered in 2015 through genetic
sequencing analysis in tissues suffering from PDNS, reproductive failure, myocarditis
and multisystem inflammation. The virus is the third member of the genus circovirus.



