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Abstract

Avian paramyxoviruses (APMVs) belong to the subfamily Avulavirinae within the
family Paramyxoviridae. APMVs consist of twenty-two known species and are
regularly isolated from a wide variety of avian species from around the world. Since
conventional serology sometimes produces non-specific cross-reactivity and the
preparation of standard antigens and antibodies are labor-intensive, three molecular
diagnostic techniques were established in this study to identify APMV: a nested RT-
PCR targeting the RNA-dependent RNA polymerase gene, a real-time RT-PCR
targeting the APMV-1 nucleoprotein gene, and an RT-PCR targeting the fusion protein
gene. 111 APMV isolates were identified from 2009 to 2020, with strains comprising
57 APMV-1, 1 APMV-2, 25 APMV-4, § APMV-6, 2 APMV-12, 2 APMV-21 and 16
APMV-22. Here we present rapid, highly sensitive and specific diagnostic techniques
to identify APMYV isolates. In the future, primer and probe sequences will be regularly

evaluated and updated to ensure the detection of newly emerging APMV viruses.



