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The epitopes of porcine circovirus type 2 and their

immunological study

Ling-Chu Hung

Abstract

Porcine circovirus type 2 (PCV2) is a small, non-enveloped virus with a
single-stranded circular DNA genome and the causative agent of porcine
circovirus-associated disease. PCV2 is highly resistant to environmental conditions
and it impacts pork production. Therefore, there has been used of commercial PCV2
vaccines have to reduce PCV2 infectious pressure in swine herds. This study aimed to
explore the epitopes of PCV2 and its relation to PCV2-infected herd immunity. To
recognize the proteins of PCV2, monoclonal antibodies (mADbs) were generated in this
work. This study also used these mAbs and other antibodies to detect the capsid
protein and other viral proteins to determine conformational epitopes in PCV2
virus-infected cells and the virus-like particle. The relationship between the epitopes
and porcine antibody responses in the PCV2-infected herd was also discovered in this
experiment. This research demonstrated that each anti-viral protein 1gG had a
different curve of the profile in the same herd with or without vaccination.



