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The detection of atypical porcine pestivirus in pig farms

Kuo-Jung Tsai

Abstract

In 2015 a new pestivirus which was named as atypical porcine pestivirus (APPV)
was detected in the United States. The atypical porcine pestivirus was genetically
different from known pestiviruses, including classical swine fever virus and bovine
viral diarrhea virus. Experimental study suggests that APPV is a pathogen of the fetus
with congenital tremors. Little is known about transmission route and the
susceptibility to disinfectants. APPV genomic RNA has been detected in pig samples
from multiple countries in North American, Europe and Asia. APPV genomic RNA
was detected in serum samples and newborn piglets with congenital tremors in
Taiwan. The sequence of APPV being detected in this study will be compared to
those in Genbank and try to perform phylogenetic analysis.



