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The African Swine Fever diagnosis and monitoring program

at the National Institute of Veterinary Research, Vietnam

Yu-Liang Huang, Ming-Chung Deng

Abstract

Since the August 2018 outbreak of African Swine Fever (ASF) in China, the
disease has spread to South Asia and North Asia and became the most important
disease affecting swine in the region. An important cornerstone for ASF disease
prevention and control is based on rapid diagnostic test results. Therefore, ASF
diagnostic methods were developed at the Animal Health Research Institute (AHRI)
according to the OIE Manual of Diagnostic Tests and Vaccines for Terrestrial
Animals, and was implemented for the successful detection of ASFV nucleic acids
from illegal meat production operations and floating pig carcasses. However, ASFV
was not detected in these ASFV-positive samples due to insufficient viral nucleic acid
extraction. In order to improve ASFV detection methods, researchers from AHRI
examined the methods used at the National Institute of Veterinary Research (NIVR)
in Hanoi, Vietnam from December 24-30, 2019, under the memorandum of
understanding for the cooperation in ASF diagnosis and monitoring between AHRI
and NIVR. The methods developed at AHRI for ASFV nucleic acid isolation and
molecular detection were found to successfully detect ASFV in ASFV-positive field
samples. Thus, this ASFV diagnostic method can meet the needs for clinical
examination and monitoring in swine populations.



