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Report of 2019 Workshop on Viral Genomics and Molecular

Epidemiology in the University of Connecticut

Yu-Ju Lin

Abstract

Two staff members of the Division of Epidemiology went to the United States in May
2019 to attend Dr. Dong-Hun Lee’s workshop “2019 Viral Genomics and Molecular
Epidemiology” at University of Connecticut. The purpose of the technical visit was to learn
how to use internet based analysis tool for studying avian influenza viral sequences and
therefore to strengthen our ability of molecular epidemiology. In addition, our participants had
fruitful discussion with the experts coming from the Avian Disease Department of Animal
and Plant Quarantine Agency of Korea government and Southeast Poultry Research
Laboratory; Agricultural Research Service, USDA. South Korea and United State were
invaded by clade 2.3.4.4 H5 avian influenza viruses and the viruses were eliminated
successfully from their territories. It is believed that their successful experiences can provide
us some directions to improved our control strategy against avian influenza.



