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Diagnosis and case reports of carp edema virus disease
I-Wen Chen

Abstract

Carp edema virus disease (CEVD), also known as koi sleepy disease (KSD), is
associated with outbreaks of clinical disease in common carp and koi (Cyprinus
carpio). Since the first report of KSD in Japan koi farm in the 1970s, the disease has
spread to many countries including USA, several European countries, Brazil, India,
China and Korea. Clinical signs of KSD include lethargic behavior, sunken eyes,
swelling bodies and gills with thick mucus layers, occasionally skin alterations.
Examination of the infected gill tissue samples by transmission electron microscopy
revealed hypertrophic cells containing poxvirus-like particles within the cytoplasm.
Up to know, the virus cannot be isolated in an extensive range of cell lines from
different fish species. The main detection method for the virus is PCR-based
diagnostics on the core protein P4a gene and the analyses of sequences indicate the
genetic distribution into genogroups I, Ila and I1b.

Animal and Plant Disease Control Center Yilan County transferred a clinical koi
case to AHRI laboratory on 8th May, 2018. By molecular detection and
histopathologic examination confirmed the etiology is CEV. Multiple alignment and
phylogenetic analysis of all other CEV sequences of common carp and koi carp from
NCBI by neighbor-joining methods revealed that the CEV belonged in genogroups
Ila.



