2014 = £ B umig fLivopmE 2 F Rl
EEFT &

#Ed ey R

Wl AT A 2T AGE X B G BANG 0 23k 12 FAE 200 A

==

MRS REF 2 FoRd - T B+ - 2 SARS-CoV-like 4 - © 3
§ 5 Whig @A RGN A B E P ABE R - RV p 4 B (Lyssavirus)
CEERAA U ERSEA B B pEA BE - AT RO R RS
LEpE R dede o Haldez TR KR R F B R EAp0 e herp 2008
AR b R pA BRI E o A E STk 119 bt e W (FeE - X T R
B~ L REE ~ IBRRE ~ BENE > S F A SHEE A
ERBGFve HAE) RV B IRBRIGRODEEME - Vich v RS
2L L 1D bl HEDRA PERRISE SR - 2010 £~2014 & h
2 dig a0 #2015 EEE WA HE IR £ TRRIRL VRS Al -

FRAET 7 ACE 15 BpA Famd F Ao 3F X SRR TR R AL B
x

ey mll



Lyssavirus surveillance of bat in Taiwan in 2014

Shu-Chia Hu

Abstract

Bat is widely distributed in the world and has long lifespan. Literatures
demonstrate that over 15 families of viruses can exist in bats and zoonotic pathogens,
such as rabies, rabies-related lyssavirus, Nipah virus, Hendra virus and SARS-like
coronavirus can transmit through bats. The surveillance of bat borne virus is getting
more importance now. The genus Lyssavirus is divided into 14 species, and rabies
virus belongs to genotype 1. Lyssavirus can infect a variety of mammalian, causing
rabies and rabies-like clinical signs. Animal Health Research Institute (AHRI) has
conducted the bat lyssavirus survey project since 2008. A total of 119 bat brain
samples of 10 species, including Pipistrellus, Pipistrellus abramus, Pipistrellus
montanus, Miniopterus schreibersii, Nyctalus velutinus, Scotophilus kuhlii, Murina
puta, Hipposideros armiger terasensis, Rhinolophus monoceros, Myotis sp.3, Myotis
latirostris) were collected in this year, and direct fluorescent antibody test (dFA) was
used to check the presence of lyssavirus antigen. All samples showed negative result.
Fifteen samples of oral swabs and feces were detected negative of lyssavirus nucleic
acid via RT-PCR. The collected bat sera since 2010~2014 be used to examine
lyssavirus antibody through cooperation with CDC, USA in 2015.



